Low cost, non gel-based DNA marker technologies for
marker assisted selection iln rice

Currently, two obstacles for marker assisted selection (MAS) are the high cost for genotyping and limited sample throughput capacity. We are developing new alternative
genotyping methods in a collaborative project between IRRI, CIMMYT and NARES partner institutions. Two methods are being developed as low cost approaches that
can be adopted in laboratories with limited resources. Two other methods are being developed as high-throughput and cost-effective methods that could be utilized in
core genotyping institutes. We are validating these methods using previously developed markers, characterized or cloned bacterial blight resistance genes (xa5, Xa7,
and Xa21) in rice (lyer and McCouch 2004; Porter et al. 2003, Song et al. 1995).
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PCR primers have been designed based on SNPs in
xab and sequence tagged site (STS) markers linked
to Xa7. The 3 end of genotyping primers were

designed to target regions exactly before SNPs such
e e e thatfluorescenty-labeled  ddNTPs will  be
lines carrying the susceptible allele incorporated by single base extension.
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